The plant genetic map database (PlantGM) has been developed as a web-based system for providing information about genetic markers in rice (Oryza sativa) and Chinese cabbage (Brassica rapa). The database has three major parts and functions; (1) map search, (2) marker search, and (3) QTL Search. The database provides characterization information for about 3,258 genetic markers. It has 2,800 RFLP and 112 QTL markers related for rice in addition to 321 RFLP and 25 PCRbased markers for Chinese cabbage. In addition, a genetic linkage map was also constructed by using 1,054 markers from 2,912 markers in rice.
Background

Development
The platform was developed using MYSQL in JAVA. Data was stored in an Oracle relational database management system (RDBMS). We have developed a genetic linkage map at two levels, namely, (i) polymorphic markers (ii) QTL markers. We have analyzed data from 942 polymorphic markers by Kosambi function to construct a genetic map for polymorphic markers [11]. The map has been developed by INE (INtegrated rice genome Explorer) which displays positional relationships among mapped markers in each chromosome [4]. We also have analyzed data from 112 QTL markers by Haldane mapping function to construct a genetic map for QTL markers [12] . The final integrated map was constructed by using 1,054 markers in each of the 12 chromosomes among 2,912 markers of rice.
Implementation and features:
The PlantGM database is a web-based system that will provide information about genetic markers in rice and Chinese cabbage. The database has three major parts and functions namely, map search, marker search and QTL search. The individual data tables are linked to each other through their respective hypertext as shown in Figure 1 . A user can access the individual characterization table by clicking a specific marker name on the linked hypertext in search result table (Figure 1) . The 'name' field provides a detailed table (Figure 1a ), which has a records about organism name, genus, species, subspecies, description, reference and image. The double click based hypertext
